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<210> 1 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Nucleic Acid Ligand 

<220> 

<221> modif ied_base 
<222> (6) . . (30) 

<223> U at positions 6, 20 and 30 is 
2 1 -f luoro-2 1 -deoxyuridine 
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<220> 

<221> modif ied_base 
<222> (8) . . (29) 

<223> C at positions 8, 21, 28, and 29 is 
2 1 -f luoro-2 1 -deoxycytidine 

<220> 

<22 1> modif ied_base 
<222> (9) . . (31) 

<223> G at positions 9, 15, 17, and 31 is 
2 » -O -Methyl- 2 1 -deoxyguanosine 

<220> 

<221> modif ied_base 
<222> (22) 

<223> A at position 22 is 2 ' -O-Methyl -2 1 -deoxyadenosine 
<220> 

<221> modif ied__base 
<222> (1) . . (30) 

<223> The residues at positions 9 and 10 are connected 
by a hexaethylene glycol phosphoramidite linker. 
The residues at positions 21 and 22 are 
connected by a hexaethylene glycol phosphoramidite 
linker. 

<220> 

<221> modif ied__base 
<222> (32) 

<223> Nucleotide 32 is an inverted orientation T 
(3 1 -3 ' -linked) 

<40O> 1 

caggcuacgc gtagagcauc atgatccugt 3 0 

<210> 2 
<211> 30 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Nucleic Acid Ligand 

<220> 

<221> modif ied_base 
<222> (4) . . (29) 
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<223> C at positions 4, 8, 21 and 29 is 
2 ■ -f luoro-2 » -deoxycytidine 

<220> 

<221> modif ied_base 
<222> (6) . . (30) 

<223> U at positions 6, 20 and 30 is 
2 1 -f luoro-2 * -deoxyuridine 

<220> 

<221> modif ied_base 
<222> (5) . . (31) 

<223> G at positions 5, 9, 17, and 31 is 
2 ' -O-Methyl-2 ' -deoxyguanosine 

<220> 

<221> modif ied_base 
<222> (22) 

<223> A at position 22 is 2 • -O-Methyl -2 ' -deoxyadenosine 
<220> 

<221> modif ied__base 
<222> (1) . . (30) 

<223> The residues at positions 9 and 10 are connected 
by a hexaethylene glycol phosphoramidite linker. 
The residues at positions 21 and 22 are 
connected by a hexaethylene glycol phosphoramidite 
linker . 

<220> 

<221> modif ied__base 
<222> (32) 

<223> Nucleotide 32 is an inverted orientation T 
(3 1 -3 1 -linked) 

<400> 2 

cagcguacgc gtaccgatuc atgaagcugt 
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